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A1: REM B ARG e.éew;&g] X

AT oy = B LEe %
Gena numbar Clone numbar Parcentage © %
i 4k Cell division 108 191 7.22
AT 1% Y Cell signal/communnication 280 682 14,33
A M &5 B RIZE 0 Call structure and mokbility 163 649 10.3
21 HL 4 B Cell and omanism defense arz 573 12.1
g [ E i 1k Geane and protein exprassion 336 T 15.43
L Metabolizm 485 1135 23. 96
f. o1 Unclassified 708 TA9 16. 66
Bl Total 2458 47 AT 100

22 BKBHBARHBMEAIRE R TN FIRRAR AL H#Gruig

FE [ A B % FFE- ] i %

Embryonic thymus Fal tissura Hy pothy raid
2 M 4 ¥ Cell division 5.4 7.22 3.88
W1 £ Fp iz 2 Cell structure and mobility 4.84 10.3 8.1
S HEHLIA B0 D Cell and organ delense & 121 10.2
o = HG P12 18 Geene and protein expression 37,06 156.43 19.6
H 1 S L Call signal Seommunicaton 7.BB 14.33 14.8
{4 Metabolism 8.12 23.96 18.1
{2 or ¥ Unclassifiad 30.72 16.66 19.8

A& a#k: 1. bttt sdzE (ESTs) A Mitm 5 2 447
MEFH¥, k#5248, Vol31, NO.11, 2004
2. @AY R AR R R E &6 9
¥ #&F, &4 %48, Vol.31, No.6, 2004
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Applications of trans-cleaving ribozymes for gene inhibition
(Sullenger BA, Gilboa E. Emerging clinical applications of RNA_. Nature. 2002)
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