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PATTERNS OF GENE EXPRESSION IN FIVE TYPES OF CELLS

Muscle Cell

Genes for...
Glycolysis enzymes  On
Muscle contraction  On
proteins
Glucagon Off
Insulin Off
Hemoglobin Off

Pancreas Cells

Alpha Cells

On
Off

On
Off
Off

Beta Cells

On
Off

Off
On
Off
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Blood Cells
White Cells Red Cells
(Immature)
On On
Off Off
Off Off
Off Off
Off On
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